FigureS1. Purity of recombinant AtTRXo1 and AtTRXo2. Sample proteins (10 µ g) were separated by 15% SDS-PAGE and stained with Coomassie Brilliant Blue. Figure S2 . Analytical gel filtration of E. coli IscS. This analysis was performed by loading 100 µ g of protein onto a Superdex S200 10/300 column. The presence of the polypeptide and of the PLP cofactor have been detected by the absorbance at 280 nm (blue line) and 420 nm (red line), respectively.
. The disulfide bridge of mitochondrial NFUs is reduced by NTR/TRXo system but not by NTR/GRXS15 system. The reduction of as-purified, oxidized forms of NFU4 (A) or NFU5 (B) was assessed after a 15 min incubation in the presence of the following reducing systems: NTR: NADPH + NTR ; TRXo1: NADPH + NTR + TRXo1 ; TRXo2: NADPH + NTR + TRXo2 ; GRXS15: NADPH + NTR + GRXS15. The ability of these three oxidoreductases to reduce NFU proteins was evaluated using either 1 µ M or 10 µ M. After alkylation with 2 kDa mPEG maleimide, proteins were separated on non-reducing SDS-PAGE. Reduced (Red) and oxidized ( Table S1 . Primers used for cloning and site-directed mutagenesis experiments. The NcoI, NdeI and BamHI restriction sites used for cloning are underlined in the primers. The mutagenic codons are in bold.
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